Transcript per million

Transcript per million

Panel 1. PTEN expression in urologic tumours.

Comparison

Statistical significance
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Statistical significance
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C.

Transcript per million

D.

Transcript per million

Expression of PTEN in BLCA based on

patient's smoking

Comparison

Statistical significance
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Expression of PTEN in KIRP based on histologic subtypes
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Expression of PTEN in PRAD based on molecular signature Comparison Statistical significance
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Expression of PTEN in PRAD based on patient's gleason score Empaan

Statistical significance
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Panel 2. PTEN expression in BRCA.

Expression of PTEN in BRCA based on Major subclasses (with TNBC

Comparison

Statistical significance

Normal-vs-Luminal

1.62447832963153E-12

Normal-vs-HER2Pos

5.48240342013173E-11

[ypes) Normal-vs-TNBC-BL1 6.36160000011543E-07
Normal-vs TNBC-BL2 2.91700000043527E-07
Normal-vs-TNBC-IM 1.16979981257259E-10
80 4
g Normal-vs TNBC_LAR 1.51167999999924E 05
E 60 — Normal-vs-TNBC-MSL 2.72050000005297E-06
@
E' T Normal-vs TNBC-M 1.11022302462516E-16
o - |
T 404 T - | H
g 1 ! — ! ! Normal-vs-TNBC-UNS 3.50299789175779E-11
1 ]
s S a
i
L Luminal-vs-HER2Pos 1.976090E-02
ad 1 =
_L i 4 i Luminal-vs-TNBC-BL1 1.498040E-02
i i +
L 1
0 Luminal-vs TNBC BL2 5.460100E-03
& & > & & > &
S o & B S P e O o S _
%@ \,@,/‘1 ‘?‘5,\01 «‘\%\g{/ «‘ib & S & T ¢ ,\%@// l\& « Luminal-vs-TNBC-IM 3.169500E-04
Luminal-vs TNBC_LAR 1.368160E-02
TCGA samples
Luminal-vs-TNBC-MSL 8.083700E-03

Luminal-vs-TNBC-M

1.04239999965117E-08

Luminal-vs-TNBC-UNS

1.118060E-03

Comparison Statistical significance
Normal-vs-IDC 1.62447832963153E-12
Expression of PTEN in BRCA based on Histologic subtypes
Normal-vs-ILC <1E-12
Normal-vs-Mixed 2.615800E-03
80 Normal-vs-Other 5.46684919555673E-12
- —_ Normal-vs-Mucinous 1.559850E-03
T
E 0 T :
H ! 1 Normal-vs-Metaplastic 1.43700000010405E-07
i
= H !
2 i Normal-vs-INOS NIA
G 404 H
2
[ Normal-vs-Medullary 1.76211999999287E-05
= i
204 L o i IDC-vs-ILC 3.972400E-01
i 4
H
4 IDC-vs-Mixed 4.118300E-03
0 -
S (9} > 'y & % S A et A
@‘"’@ \64@ \\',,3\ \+z, 5 &l(’\ ) 0\3’\\ L:eq\ \;0 > \\”\Q IDC-vs-Other 8.517800E-01
S & Q& B O w S8 A 3 & = g 7
= N o & & P’ R & e &
& & N ¢ IDC-vs-Mucinous 2.557400E-01
TCGA samples IDC-vs-Metaplastic 6.502400E-03
IDC-vs-INOS NIA
IDC-vs-Medullary 2.427900E-02
ILC-vs-Mixed 4.015800E-03
ILC-vs-Other 8.182200E-01
ILC-vs-Mucinous 2.026000E-01




Expression of PTEN in BRCA based on Menopause status

1007 Comparison Statistical significance
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Expression of PTEN in MET500 BRCA based on CCND1
amplification status
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Panel 3. PTEN expression in digestive system tumours

A.

Transcript per million

Transcript per million

Transcript per million

Expression of PTEN in COAD based on histological subtypes
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Transcript per million

Transcript per million

Expression of PTEN in PAAD based on tumor grade

Comparison

Statistical significance
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Panel 4. PTEN expression in lung tumours

A.

Transcript per million

Transcript per million

Expression of PTEN in LUSC based on patient's smoking
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Panel 5. PTEN expression in THYM, THCA and UCEC

A.

Transcript per million

Transcript per million

Comparison

Statistical significance
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Transcript per million

Transcript per million

Expression of PTEN

in UCEC based on Histological subtypes
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